32N

  1
CATCCAAGCT CCTTAGGTGA CATCTATAGA ATACTCAAGC TTCACAGTTG 

 51
CTGAGCTCAA GTCTACAGCG GTGACGGGCC GTTTGGAAAG GCACCTCTCA 










     150

101
TGCCGGGTTT CCAGTGGTTT AATTACTCAG GCTGGAAACC ACAGACTGTC 


Forward Primer 167

151
AGGAAGGGAC CAGACAAGAA CAGTGACCCA ACTCTCCGGT TCCTGGGATG 


  204 206   212 217

201
CAGWGYGTAC CSCAGCRTGC TGAGCCACGG CTGCCACTTC ACACAGCCCA 




    267

251
CATTCCACAG CTCTGCRGTG AGCTGCTGGC TTTGGAGTCC TTTAGAAAAG







   333

301  AACATTTCAG CTGTGGACCT GTCTGAGCAG CAYAGAGTTC GACATGGGAA 

351 ACTAACCACC AAGAGCATAC ATCTACTGTT TTTGTTAGCT TTTAAGCTCC 

401
CAAATTTAGA TGAAGTATAT TTTACTCCCT CTGAGAAATC CCCACGTAGA 

451
GCCCATAGGG TGCTGTATAA AAATACAGCA CTAATTTTAG AGAAGCAGTG 

501
TAAATTGCAT TCACCACTCT AAAAGGCAAA ACCAAATCAA ACAAAACAAA 

551
AGGGTAAAAA TATCTTGAAC ACAAAGGATT TGATATCATT CCACTTGGCA


  605 Reverse Primer 622

601
AAAAGCACTT TTCTATTGAC TTCAACCCTC ATTTTTTCAG CTTCTCGAAA 

651
CATTCTTCAC ACTCCTCCNC ANGACGCTCA ATGTAACGGA CAAGAAAGTG 

701
TTTAAGAAGA AAACAAAAGC AACTTTGAAG GGTCTTTTTT TCTGCTTTGA 

751
ACCTCAAGCC CCTGTAAACT TCAAGTCCTT TTCAACAGGG AGCCCCTTTG 

801
GCCTGGCTTC CCCAATCAAA AAAAGGAGCA ACCCTTTTTC CTTTTTAAAA 

851
TTCTCCCCCC CGGAAAAAGG GCCAAGGGGC CCCTTCCCCC GGTGTGGTGG

901
CTTGGGGACC GGNAAACCCT CTTCTTCAAA AAATTTGTGG GGGGGGGCCC 

951
CCCATTTC  

W
A and T

Y
C and T

S
C and G

R
A and G

