 36G5
  
  1  CCATCCAAGC TATTTAGGTG ACACTATAGA ATACTCAAGC TTTTAATATA 







    78 Forward primer  95

  
 51  TTTTTATTAT TATTATTTTT TTAATTTCAA AACACGAAAC TTACAATTTT 







   127

 
101  ATCTGAGAAC TATACCTACA TTCCCCRTGA TCATCCTATG ACCGCTTCTT 








      185  
     195

 
151  AATTGGTAAT GCAATCTACC ATGTGATGAT GCTTRTTAAA AATAYGTATA 


     201



224

 
201  YCTACTTGAA TATCTATCAG CACRCCAACA ACTCAAATGC AGAATGTGAA 

251  ACTCTCAAAC TCTTTCCACA GTGATTCTCC TTCTCCATTC TTTTTTTGGA 









   338  342
 
301  GGAGCACCCA ACATCACAAG AACCTGCACC GCACTGTSCT TWACCTACTA 

 
351  CATCAAAATA TCATTATGGG TCAGTCAATT ATTTCCCACA TTACTTCATG 

 
401  TTGCAGCTGC ACTGTGCTAT GTATCCAGCA ATTTCAGCTT TCTGAATTTG 










   492

451  ATGTACGACG AGATCATTTT CATGAGAAAT CCCAACAAAT GYACACAGAG 




    511

  
501  ATTCTTTCAG MCTATTTAGC TGAGGTGGCC TTCCCTCCGT TATTAACAGT 






569 Reverse primer 586

 
551  TCCTCCATAA GCAACAGCTT CTGCCTCTGC TCTGCTAATT AGTAGTCCAT 

 
601  GTAACACAAT GCAGATGTGA TGGGACTGCA ATAGATGACT CAGATGCCAC 

 
651  ATATCTTCCA CTCTGCATTC ACTCTACAAT AAATATATCA ATCTGCCTCC 

 
701  CCTGCAGCCA TCAGTTCAGC CCTGTCTGGG CTGGGACAAT CACAACTGTA 

 
751  CCGGATACAG AGCCTGAATG ATGCAATGGA GTGGCCAGAA TGACAAGCAC 

 
801  AGGACATCCT GGCCTCCCTG CACAAAGCAA ACGTCTTCCG GTTGGCAGAG 

 
851  CACTGCCCCT AATCCAATGC TGGGCTGAGG CTAAGGGGTT TAATTTTTTA 

 
901  AAAAATACAG AACCCTCCAG GGGGTCACTT TTTCCTCCCT TTCCTTTACA 

 
951  ATTTTGGCCA CAAAGAATTC CGATGTTCCC ATTACCGGCG GGGGGAAAAA 

1001  CAAATCTTTT TAAAATAAAA AACTCCCTGT TTTCAAATCA CCCAATTTTC 

1051  CAGGGAGGGG G

M – A and C

R – A and G

S – C and G

W – A and T



Y – C and T

