P49


 1  CCAGCTCATA GCAAGTGAAG CAGGGCTGCA CCAAGCACTG CTGAAGTGAC 

      51  AGCCCAACCT GGCTGCTGCA CCAGGCAGCT GGAGCCAGCC AGCAGACCAT 







  126
Forward primer 144    

     101  GTCCTCCAGC TGCTTTCAGA CTGATAGAGC ACAGACCCCA TCACCTGTCT 

     151  GCTGCAGCTA CTCAGACAAA GCTGGAAGCT GCCACAGTTG TTCCTTTAGT 

     201  ATTATAATTG TATTTAGTTT GCCTAAGGAG GATAAGAGAG ACAGAGAGAT 

     251  GTAGAAATGT GTAGGTAGAA GCTCAGATGC AGGTGATTTG TGGTGGTTTT 


    301






   343
     301  YGCAATTCCC ATTATTTTTA GTGAAGTAAC CTACTGTCCT GTRTTTTCAA 

     351  CAGGAGAACC TGAAGTAGAG ATGCTGCTGT TGCCCACTGA TTTCTTCTGT 



403





435

     401  ACRTTTGTAT TTCTAGGATA GAGTAGTTTA AAATKAATTT TTCACAAATC 



     457 Forward 2 SEQ 464  480

     451  AATATCATTG ACCTTACTTA CTTCTTTGGR AAGTCTCTCA AGAATAAAGT 

     501  CTGAGGAAAC AACTTACTCT GTCTCACAGC TCAAAATAGA CTGTTTCCAC 

     551  ATTGATTCTT CTCACTGGCT GCATGAAAAA CAATCAACTC CTCAGATTAA 



    607

     601  TGTAGCRGTT ATAGATTTCA TTGTGTTAGT GTAGACTTCA AAGCAGATTA 








680

     651  TCTGACTTCC ATGTAGGTAG GGGAAGAAAM TTCCCATTTT TGAAGATATG 




  705

     701  CTTGMAGATT TTACTGAAGG GACTGCTAAA ATCCAAAGCA TGCTTCAGAC 

     751  AATGTAGAAA CTATACAGAT TTTTCACTTC CCTCTCTAGA CCTAATAGAC 

     801  TTTATAGAGA AGTTCCTATA AACTTATACA AAAATCTGAA GTTTTGGAGT 









    889 Reverse 

     851  ACTTCTTTTT TAGTAGCTTA TGTGTATCTT TGTGTTCCTA GTGTTTTGTT 


    1 SEQ 906



   932  Reverse Primer
     901  TTGTTTTTCA AATTGTTTTC CTTTATTAAA TCCAGGAAAA ATGATATTCA 


      954

     951  GAAGAATTTA GCTTGTCATA ACATCATGGG GTACTGACCT TTATTTAATG 

    1001  AGTAACTATA CAGTTCCCAA AAGGTGCAAA ATTTTACATT CTCTACTCCC 

    1051  ATTGTTG

Forward 2 SEQ and Reverse 1 SEQ are the sequence primer

Forward  and Reverse are the PCR primer

W  
A or T

Y   
C or T

S    
C or G

R   
A or G

M 
A or C

K 
G or T

W 
A or T

